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TABLE 11-6 Lengths of Primary rRNA Transcripts and Cytoplasmic rRNAs in Various Species

Primary transcript™® Ribosmal RNA Length*

Length 26S-28S 16S-18S Percentage of
S Value (Kb) (Kb)  (Kb) Precursor Preserve

Esherichia coli(prokaryote) 30 6.0 3.0 1.5 75
Saccharomyces cerevisiae (yeast) 37 6.6 3.8 iL7 77
Dictyostelium discoideum (slime mold) 37 74 4.1 1.8 80
Drosophila melanogaster (fruit fly) 34 7T 4.1 1.8 76
Xenopus laevis (frog) 40 7.9 4.5 i 81
Gallus domesticus (chicken) 45 11.2 4.6 1.8 57
Mus musculus (mouse) 45 13.7 5.1 1.9 51
Humo sapiens (human) 45 13.7 5.1 1.9 51

*The lengths of the various RNA molecules are estimates based on gel electrophoresis and direct measurements of electron
micrographs. The size is of the first major product with definite 5' and 3' end.
SOURCE:B. Lewin, 1980, Gene Expression, vol.3, Wiley, p.867
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GCCTGGGTGGCCCAGTGGTAGGGCGTTAGACTGAAAATCTGAAGGTCCCGGGTTCGAATCCICGGCGGGGGCA

GGCNNAGTG GGTTCGANNC

Consensus sequences
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